SEQUENCE LISTING 

<110> 2 HONG, Pingyu et al . 



<120> COMPOSITIONS AND METHODS FOR GENERATING 
CHIMERIC HETEROMULTIMERS 



<130> 13403 . 0004 .NPUSOO 

<140> To Be Assigned 
" <141> 

<160> 30 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 146 
^ <212> DNA 

^ <213> Homo sapiens 

*8 <220> 

ry <22i> cds 

l& <222> (1) . . . (132) 

V <400> 1 



h tct aga ggt gga gga ggt gag gag aag tec egg ctg ttg gag aaq qaa *c 

Ser Arg Gly Gly Gly Gly Glu Glu Lys Ser A^g Leu Leu Til "s Til 
O 5 10 15 

n J" * gt gaa ctg gaa aa9 atc att * ct aaa sag gag cg t gtc tct 96 

£ Asn Arg Glu Leu Glu Lys lie lie Ala Glu Lys Glu 111 Arg ?£ Ser 

U 20 25 30 

M gaa ctg cgc cat caa etc cag tct gta gga ggt tgt taatagggcg 142 

Glu Leu Arg His Gin Leu Gin Ser Val Gly Gly Cys 



35 40 



cgee 



<210> 2 
<211> 44 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Ser Arg Gly Gly Gly Gly Glu Glu Lys Ser Arg Leu Leu Glu Lys Glu 

Asn Arg Glu Leu Glu Lys He n e Ala IL Lys Glu Glu Arg vfl Ser 

25 o r\ 

Glu Leu Arg His Gin Leu Gin Ser Val Gly Gly Cys 
35 40 



146 



<210> 3 



1 



<211> 140 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (140) 

<400> 3 

tct cga gga ggt ggt gga aca tec cgc ctg gag qqc eta caa tr S 
Ser Arg Gly Gly 01y Gly Thr Ser £ g ^ %° £j «g tea gaa 

aac cat cgc ctg cga atg aag ate aca gag ctg gat aaa gac ttq qaa q* 
Asn hi. Arg Leu Arg Met Lys lie Thr Glu Leu Asp Lys fsp ll ^ 
20 25 30 

gag gtc acc atg cag ctg cag gac gtc gga ggt tgc gcq q CC ac U n 
Glu Val Thr Met Gin Leu Gin Asp Val Gly Gly Cys III 111 *° 14 ° 

35 40 45 



<210> 4 
<211> 46 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Ser Arg Gly Gly Gly Gly Thr Ser Arg Leu Glu Gly Leu Gin Ser Glu 

5 10 15 

His Arg Leu Arg Met Lys lie Thr Glu Leu Asp Lys Asp Leu Glu Glu 



25 30 

45 



Val Thr Met Gin Leu Gin Asp Val Gly Gly Cys Ala Ala Ala 
35 40 

<210> 5 
<211> 203 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 



<400> 5 

aat tgt gag egg ata aca 
gga att aaa aaa tga aaa 
ttg eta ccc teg ttc cga 
ate cat acg acg tac cag 
att aga gat ct 

<210> 6 
<211> 45 
<212> PRT 

<213> Artificial Sequenc 
<220> 



att tac egg ttc ttt taa 
agt ctt tag tec tea aag 
tgc taa get teg ctt eta 
act acg cag gag gtc ate 



ctt tag taa gga 48 
cct ccg tag ccg 96 
gag egg ccg ctt 144 
acc ate ate acc 192 

203 



2 



<223> Bluescript 



<400> 6 



Met Lys Lys Ser Leu Val Leu Lys Ala Ser Val Ala Val Ala Thr Leu 

15 10 15 

Val Pro Met Leu Ser Phe Ala Ser Arg Ala Ala Ala Tyr Pro Tyr Asd 

20 25 30 

Val Pro Asp Tyr Ala Gly Gly His His His His His His 
35 40 45 



<210> 7 
<211> 212 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 
<400> 7 



aat tgt gag egg ata aca att tac egg ttc ttt taa ctt tag taa gga 48 
gga att aaa aaa tga aat acc tat tgc eta egg cag ccg ctg gat tgt 96 
tat tac teg egg ccc age egg cca tgg egg ccc tgc agg cct eta gag 144 



212 



^ egg ccg ctt ate cat acg acg tac cag act acg cag gag gtc ate acc 192 

^* ate ate acc att aga gat ct 

PJ <210> 8 

\& <211> 48 

<212> PRT 

J! <213> Artificial Sequence 

E 

J* <220> 

^~ <223> Bluescript 

«0 <400> 8 

Q Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

D Ala Gin Pro Ala Met Ala Ala Leu Gin Ala Ser Arg Ala Ala Ma Tyr 

20 25 30 

Pro Tyr Asp Val Pro Asp Tyr Ala Gly Gly His His His His His His 
35 40 45 

<210> 9 
<211> 272 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 
<400> 9 

aat tgt gag egg ata aca att tac egg ttc ttt taa ctt tag taa gga 
gga att aaa aaa tga aaa agt ctt tag tec tea aag cct ccg tag ccg 
ttg eta ccc teg ttc cga tgc taa get teg ctt eta gag egg ccg ctt 
Ttt ™* !. C9 Ca9 aCt aCg Ca * *** ^ ate acc a?c ate a" 



48 
96 
144 
192 



0 4_ ^ „ " — 3 a«a ciLf dec acc at 

att aga gat ctg gag gcg gta ctg ttg aaa gtt gtt tag caa aa 2 36 
9 eta aca tac tgc gta ata agg agt ctt aag teg ac 



272 



3 



o 



<210> 10 
<211> 67 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BlueScript vector 
<400> 10 

Met Lys Lys Ser Leu Val Leu Lys Ala Ser Val Ala Val Ala Thr Leu 

1 5 io 15 

Val Pro Met Leu Ser Phe Ala Ser Arg Ala Ala Ala Tyr Pro Tyr Asp 

20 25 30 

Val Pro Asp Tyr Ala Gly Gly His His His His His His Arg Ser Gly 

35 40 45 

Gly Gly Thr Val Glu Ser Cys Leu Ala Lys Ala Asn He Leu Arg Asn 

50 55 60 

Lys Glu Ser 
65 

<210> 11 
<211> 281 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 
<400> 11 

aat tgt gag egg ata aca att tac egg ttc ttt taa ctt tag taa gga 48 
gga att aaa aaa tga aat acc tat tgc eta egg cag ccg ctg gat tgt 96 

Itl ^? °? 9 CCC ag ° Cgg ° Ca tg9 C " CCC tgc agg cct cta 9 a 9 144 

192 

240 



^ egg ccg ctt ate cat acg acg tac cag act acg cag gag gtc ate acc 

ate ate acc att aga gat ctg gag gcg gta ctg ttg aaa gtt gtt tag 



caa a ag cta aca tac tgc gta ata agg agt ctt aag teg ac 281 



<210> 12 
<211> 70 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 
<400> 12 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

1 5 10 15 

Ala Gin Pro Ala Met Ala Ala Leu Gin Ala Ser Arg Ala Ala Ala Tyr 

20 25 30 

Pro Tyr Asp Val Pro Asp Tyr Ala Gly Gly His His His His His His 

35 40 45 

Arg Ser Gly Gly Gly Thr Val Glu Ser Cys Leu Ala Lys Ala Asn lie 

r 1° 55 60 

Leu Arg Asn Lys Glu Ser 

65 70 
<210> 13 



4 



Mr 



<211> 501 
<212> DNA 

<213> Artificial Sequence 

<220> 

<221> CDS 

<222> (1) . . . (501) 

<223> Bluescript vector 

<400> 13 

atg aaa aag tct tta gtc etc aaa gec tec gta gec gtt get acc etc 

Met Lys Lys Ser Leu Val Leu Lys Ala Ser Val Ala Val ll a Thr Leu 

5 10 15 

d C9 M fc ? a9C ttC 9Ct tCt aga 99t 99^ gga ggt gag gag aag 
Val Pro Met Leu Ser Phe Ala Ser Arg Gly Gly Gly Gly Glu flu Lys 
20 25 3 0 

Ser a™ r Ct9 t" 9 " 9 9 * 9 Cgt Ct 9 * aa aa 9 atc a " get 

Ser Arg Leu Leu Glu Lys Glu Asn Arg Glu Leu Glu Lys lie lie Ala 
35 40 



45 



105 



Gil !?v zT ^ CgC Ctg C3a atg aa 9 atc *™ Sag 

Glu Gly Leu Gin Ser Glu Asn His Arg Leu Arg Met Lys lie Thr Glu 

110 115 120 12S 

ilf, fi! f 0 tt9 933 939 gtC aCC atg ca 9 ct 9 ca 9 9ac gtc gga 

Leu Asp Lys Asp Leu Glu Glu Val Thr Met Gin Leu Gin Asp Val lly 

130 i 3 5 140 

r^l r 9C ?? 9 9 ? C 9Ct tat CCa taC gac 9 ta cca 9ac tac gca gga ggt 
Gly Cys Ala Ala Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ma Sy 111 

145 150 155 

cat cac cat cat cac cat tag 
His His His His His His * 
160 



<210> 14 
<211> 163 



48 



96 



144 



^ gag aaa gag gag cgt gtc tct gaa ctg cgc cat caa etc cag tct gta 192 

- Glu Lys Glu Glu Arg Val Ser Glu Leu Arg His Gin Leu Gin Ser Val 

jjj 55 60 

M gga ggt tgt taa tag ggc gcg cca caa ttt cac agt aag gaq qtt taa ?4n 

h Gly Gly Cys * * G ly Ala Pro Gin Phe His Ser Lys flu Val * 

4* 55 70 75 

ctt atg aaa aaa tta tta ttc gca att cct tta gtt gtt cct ttc tat 
Leu Met Lys Lys Leu Leu Phe Ala lie Pro Leu val Sal Pro Phe Tyr 
80 85 90 

S^r H'S I" *f *u 9 C9t tCt Cga 9ga g9t ggt ^ a aca tec cgc ctg 336 
Ser His Ser Ala Thr Arg Ser Arg Gly Gly Gly Gly Thr Ser Arg Leu 

95 100 



288 



384 



432 



480 



501 



5 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 
<400> 14 

Met Lys Lys Ser Leu Val Leu Lys Ala Ser Val Ala Val Ala Thr Leu 

5 10 15 

Val Pro Met Leu Ser Phe Ala Ser Arg Gly Gly Gly Gly Glu Glu Lys 

20 2 5 30 

Ser Arg Leu Leu Glu Lys Glu Asn Arg Glu Leu Glu Lys He He Ala 

35 40 45 

Glu Lys Glu Glu Arg Val Ser Glu Leu Arg His Gin Leu Gin Ser Val 

, 50 55 SO 

Gly Gly Cys Gly Ala Pro Gin Phe His Ser Lys Glu Val Leu Met Lys 

70 75 en 

Lys Leu Leu Phe Ala lie Pro Leu Val Val Pro Phe Tyr Ser His Ser 

Ala Thr Arg Ser Arg Gly Gly Gly Gly Thr Ser Arg Leu Glu Gly Leu 

loo 105 no 

Gin Ser Glu Asn His Arg Leu Arg Met Lys He Thr Glu Leu Asp Lys 

115 120 125 

Asp Leu Glu Glu Val Thr Met Gin Leu Gin Asp Val Gly Gly Cys Ala 

135 140 
Ala Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly Gly His His His 

5 150 155 i« n 

His His His 160 



<210> 15 
<211> 498 
<212> DNA 

<213> Artificial Sequence 



}=± <220> 

Q <221> CDS 

<222> (1) . . . (498) 
<223> Bluescript vector 



<400> 15 

T Cta tt9 ° Ct aCg 9Ca 9CC gct 99 a tfc 9 tta tta etc gcg 
Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu 111 

5 10 15 



111 ^ C 9C9 tCt 393 99t " a 393 ggt ga 9 9 a 9 aa 9 tec 

Ala Gin Pro Ala Met Ala Ser Arg Gly Gly Gly Gly Glu Glu Lys Ser 

20 25 30 

egg ctg ttg gag aag gag aac cgt gaa ctg gaa aag ate att get gag 
Arg Leu Leu Glu Lys Glu Asn Arg Glu Leu Glu Lys He lie Ala Su 



35 40 



45 



aaa gag gag cgt gtc tct gaa ctg cgc cat caa etc cag tct qta aaa 
Lys Glu Glu Arg Val Ser Glu Leu Arg His Gin Leu Gin Ser Val fly 

55 60 



48 



96 



144 



192 



6 



ggt tgt taa tag ggc gcg cca caa ttt cac agt aag gag gtt taa ctt 24 0 

Gly Cys * * Gly Ala Pro Gin Phe His Ser Lys Glu Val * Leu 
65 70 75 

atg aaa aaa tta tta ttc gca att cct tta gtt gtt cct ttc tat tct 288 
Met Lys Lys Leu Leu Phe Ala He Pro Leu Val Val Pro Phe Tyr Ser - 
80 85 90 

cac tec get acg cgt tct cga gga ggt ggt gga aca tec cgc ctg gag 336 
His Ser Ala Thr Arg Ser Arg Gly Gly Gly Gly Thr Ser Arg Leu Glu 
95 100 105 

ggc eta cag tea gaa aac cat cgc ctg cga atg aag ate aca gag ctg 3 84 

Gly Leu Gin Ser Glu Asn His Arg Leu Arg Met Lys He Thr Glu Leu 
110 H5 120 125 

gat aaa gac ttg gaa gag gtc acc atg cag ctg cag gac gtc gga ggt 432 
Asp Lys Asp Leu Glu Glu Val Thr Met Gin Leu Gin Asp Val Gly Gly 
130 135 140 



tgc gcg gee get tat cca tac gac gta cca gac tac gca gga ggt cat 
Cys Ala Ala Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly Gly His 
14 5 150 155 



y£l cac cat cat cac cat tag 
flj His His His His His * 

M> i6o 



<210> 16 
<211> 162 
<212> PRT 

<213> Artificial Sequence 



'if 

□ <220> 

I** <223> Bluescript vector 

O 

U <400> 16 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

1 5 10 15 

Ala Gin Pro Ala Met Ala Ser Arg Gly Gly Gly Gly Glu Glu Lys Ser 

20 25 30 

Arg Leu Leu Glu Lys Glu Asn Arg Glu Leu Glu Lys He He Ala Glu 

35 40 45 

Lys Glu Glu Arg Val Ser Glu Leu Arg His Gin Leu Gin Ser Val Gly 

50 55 60 

Gly Cys Gly Ala Pro Gin Phe His Ser Lys Glu Val Leu Met Lys Lys 
65 70 75 80 

Leu Leu Phe Ala He Pro Leu Val Val Pro Phe Tyr Ser His Ser Ala 

85 90 95 

Thr Arg Ser Arg Gly Gly Gly Gly Thr Ser Arg Leu Glu Gly Leu Gin 

100 105 110 

Ser Glu Asn His Arg Leu Arg Met Lys He Thr Glu Leu Asp Lys Asp 

115 120 125 

Leu Glu Glu Val Thr Met Gin Leu Gin Asp Val Gly Gly Cys Ala Ala 

130 135 140 

Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly Gly His His His His 



480 



498 



7 



145 

His His 



150 



155 



160 




8 



160 165 



170 



cgt aat aag gag tct taagtcgac 
Arg Asn Lys Glu Ser 
175 



<210> 18 
<211> 185 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 
<400> 18 

Met Lys Lys Ser Leu Val Leu Lys Ala Ser Val Ala Val Ala Thr Leu 

15 10 15 

Val Pro Met Leu Ser Phe Ala Ser Arg Gly Gly Gly Gly Glu Glu Lys 

20 25 30 

Ser Arg Leu Leu Glu Lys Glu Asn Arg Glu Leu Glu Lys He He Ala 
P 35 40 45 

J Glu L ^ S Glu Glu Ar 9 Val Ser Glu Leu Arg His Gin Leu Gin Ser Val 

£ n 50 55 60 

*J Gly Gly Cys Gly Ala Pro Gin Phe His Ser Lys Glu Val Leu Met Lys 

[ f 70 75 80 

p* Lys Leu Leu Phe Ala He Pro Leu Val Val Pro Phe Tyr Ser His Ser 

85 90 95 

,f Ala Thr Arg Ser Arg Gly Gly Gly Gly Thr Ser Arg Leu Glu Gly Leu 

* m e i 105 110 

s Gin Ser Glu Asn His Arg Leu Arg Met Lys He Thr Glu Leu Asp Lys 

rn 11 5 120 125 

g Asp Leu Glu Glu Val Thr Met Gin Leu Gin Asp Val Gly Gly Cys Ala 

jp» I 30 135 140 

£j Ala Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly Gly His His His 

% 150 155 160 

P His His His Arg Ser Gly Gly Gly Thr Val Glu Ser Cys Leu Ala Lys 

f& 165 170 175 

Ala Asn He Leu Arg Asn Lys Glu Ser 
180 185 

<210> 19 
<211> 549 
<212> DNA 

<213> Artificial Sequence 

<220> 

<221> CDS 

<222> (1) . . . (540) 

<223> Bluescript vector 

<400> 19 

!!? ^ C " g ° Ct aC9 gCa 9CC 9ct "9 tta "a etc gcg 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

5 10 15 

gec cag ccg gec atg gcg tct aga ggt gga gga ggt gag gag aag tec 



48 



96 



9 



Ala Gin Pro Ala Met Ala Ser Arg Gly Gly Gly Gly Glu Glu Lys Ser 
20 25 30 

egg ctg ttg gag aag gag aac cgt gaa ctg gaa aag ate att get gag 
Arg Leu Leu Glu Lys Glu Asn Arg Glu Leu Glu Lys lie He Ala Glu 
35 40 45 

aaa gag gag cgt gtc tct gaa ctg cgc cat caa etc cag tct gta gga 
Lys Glu Glu Arg val Ser Glu Leu Arg His Gin Leu Gin Ser Sal Gly 
50 55 60 

fit rlt fc * 9 n? C 9 ? 9 CCS Caa fctt Cac agt aag 9ag gtt taa ctt 
Gly Cys * * Gly Ala Pro Gin Phe His Ser Lys Glu Val * Leu 

65 70 75 



atg aaa aaa tta tta ttc gca att cct tta gtt gtt cct ttc tat tct 
Met Lys Lys Leu Leu Phe Ala He Pro Leu Val Val Pro Phe Tyr Ser 
80 85 go 



144 



192 



240 



288 



St t !u 9 ° 9t tCt ° 9a 993 99t 9gt gga aca tcc C 9 C ctg gag 336 

His Ser Ala Thr Arg Ser Arg Gly Gly Gly Gly Thr Ser Arg Leu Glu 

95 100 105 



ggc eta cag tea gaa aac cat cgc ctg cga atg aag ate aca gaq eta 38 4 
Gly Leu Gin Ser Glu Asn His Arg Leu Arg Me? Lyf He Thr 22 Leu 
110 115 120 125 

gat aaa gac ttg gaa gag gtc acc atg cag ctg cag gac gtc gga ggt 432 
Asp Lys Asp Leu Glu Glu Val Thr Met Gin Leu Gin Asp Val Sly lly 
130 135 14 o 



tgc gcg gee get tat cca tac gac gta cca gac tac gca gga gqt cat 480 
Cys Ala Ala Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ila Gly fly His 
145 150 155 

cac cat cat cac cat tag gga ggc ggt act gtt gaa agt tgt ctg cgt 528 
His His His His His * Gly Gly Gly Thr Val Glu Ser Cys Leu 2q 
160 165 170 

aat aag gag tct taagtcgac 

Asn Lys Glu Ser 9 
175 



<210> 20 
<211> 184 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Bluescript vector 
<400> 20 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

Ala Gin Pro Ala Met Ala Ser Arg Gly Gi° y Gly Gly Glu Glu lys Ser 
20 25 



10 



Arg 


Leu 


Leu 


Glu Lys 


Glu 


Asn Arg Glu 


Leu 


Glu 


Lys 


He 


He 


Ala 


Glu 






35 






40 






45 








Lys 


Glu 


Glu 


Arg Val 


Ser 


Glu Leu Arg 


His 


Gin 


Leu 


Gin 


Ser 


Val 


Gly 




50 








55 






60 








Gly Cys 


Gly Ala Pro 


Gin 


Phe His Ser 


Lys 


Glu 


Val 


Leu 


Met 


Lys 


Lys 


65 








70 






75 








80 


Leu 


Leu 


Phe 


Ala He 


Pro 


Leu Val Val 


Pro 


Phe 


Tyr 


Ser 


His 


Ser 


Ala 


Thr 






85 






90 










95 




Arg 


Ser 


Arg Gly Gly Gly Gly Thr 


Ser 


Arg 


Leu 


Glu 


Gly 


Leu 


Gin 




Glu 




100 




105 










110 






Ser 


Asn 


His Arg 


Leu 


Arg Met Lys 


He 


Thr 


Glu 


Leu 


Asp 


Lys 


Asp 






115 






120 








125 




Leu 


Glu 


Glu 


Val Thr 


Met 


Gin Leu Gin 


Asp 


Val 


Gly 


Gly 


Cys 


Ala 


Ala 


Ala 


130 








135 






140 








Tyr 


Pro 


Tyr Asp 


Val 


Pro Asp Tyr 


Ala 


Gly Gly 


His 


His 


His 


His 


145 


His 






150 






155 










160 


His 


Arg 


Ser Gly Gly Gly Thr Val 


Glu 


Ser 


Cys 


Leu 


Ala 


Lys 


Ala 








165 






170 










175 




Asn 


He 


Leu 


Arg Asn 


Lys 


Glu Ser 

















180 



<210> 21 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 21 

ggaattgtga gcggataaca atttaccggt cacacaggaa acagctatga ccatg 5= 

<210> 22 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 22 

catggtcata gctgtttcct gtgtgaccgg taaattgtta tccgctcaca attcc 55 

<210> 23 
<211> 9 
<212> DNA 
<213> Viral 

<400> 23 
ttaacttta 

9 

<210> 24 
<211> 8 
<212> DNA 
<213> Viral 

<400> 24 



11 



taaggagg 



<210> 25 
<211> 68 
<212> DNA 
<213> Viral 

<400> 25 

atgaaaaagt ctttagtcct caaagcctcc 
gcttcgct 

<210> 26 
<211> 66 
<212> DNA 
<213> Viral 

<400> 26 

atgaaatacc tattgcctac ggcagccgct 
atggcg 

<210> 27 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Phage 
<400> 27 

tatccatacg acgtaccaga ctacgcagga 

<210> 28 
<211> 57 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Phage 
<400> 28 

atgaaaaaat tattattcgc aattccttta 

<210> 29 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Bluescript 

<400> 29 
Val Gly Gly Cys 
1 

<210> 30 
<211> 4 
<212> PRT 



gtagccgttg ctccctcgtt ccgatgctaa 



ggattgttat tactcgcggc ccagccggcc 



ggtcatcacc atcatcacca ttag 



gttgttcctt tctattctca ctccgct 



12 



<213> Artificial Sequence 



<220> 

<223> Bluescript 

<400> 30 
Gly Gly Gly Gly 
1 



